SUPPLEMENTARY FIGURES

100%,
B cells naive

B cells memory

Plasma cells

T cells CD8

T cells CD4 naive

T cells CD4 memory resting
T cells CD4 memory activated
T cells follicular helper

T cells regulatory (Tregs)

T cells gamma delta

NK cells resting

NK cells activated
Monocytes

Macrophages MO
Macrophages M1
Macrophages M2

Dendritic cells resting
Dendritic cells activated
Mast cells resting

Mast cells activated
Eosinophils

Neutrophils

80%i

60%i

40%i

Relative Percent
EEEEEEEEEEEEEEREEEEEEE

20%!

0%

ST RERERRERRERRCARLLECS 33;;.”.44.4444334431 RERREE) J.u.am;;;;ss ; utm.s&
. ) i,é{i,f’?;%jf I S s’f

# 4 1:5? GBI, S8
Pt wwwmw&éwwgﬁyﬁé&z@&a@fgﬁ&iﬁ ’;w S Agzizauzé’lw

Supplementary Figure 1. The role of KLHL23 in the tumor microenvironment of LIHC. Immune cell distribution in KLHL23 lower
expression LIHC patients.
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Supplementary Figure 2. The effect of KLHL23 on immunological status across cancers. (A) Association between KLHL23 and 13
tumor-associated immune cells, as calculated using the ssGSEA algorithm. (B—P) Differences in the various immune cell proportions
between groups with high and low KLHL23 expression in representative cancers. (Abbreviation: ns: no significant difference. *P < 0.05; **P <
0.01; ""*P < 0.001; **"*P < 0.0001).
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Supplementary Figure 3. KLHL23 signaling pathway analysis. Single cell analysis of KLHL23 expression in different cell types.
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