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Supplementary Figure 1. Three R packages difference analysis. (A) The difference analysis heat map of R packages including
DESeq2, edgeR and limma. (B) The difference analysis volcano map of R packages including DESeq2, edgeR and limma.
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Supplementary Figure 2. Expression analyses and survival analyses for the ten key molecules. (A) Differential analysis of key

genes. (B) Survival analysis of key genes.
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Supplementary Figure 3. Multi-omics analyses of identified key molecules. (A) Imnmunohistochemical results of HPA database.
(B) The ten key genes were positively correlated. (C) Mutation analysis of 10 genes.
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Supplementary Figure 4. The correlation between 10 key genes and immune cells was shown in the Timer database. The

correlation between 10 key genes and immune cells was shown in the Timer database.
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Supplementary Figure 5. The tumor microenvironment and DNA repair gene analysis. (A) The immune and matrix scores in the
tumor microenvironment were lower in HCC than in normal tissues. (B) Key genes are closely related to multiple DNA repair genes.
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