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Supplementary Figure 1. Function of MRC1 in SCM. (A) Scatterplot of MRC1 correlation with macrophages. (B) Scatterplot of MRC1
correlation with B cells. (C) Scatterplot of MRC1 correlation with NK cells. (D) Top five GO BP associated with MRC1. Abbreviation: GO: Gene
Ontology; BP: biological process; GSEA: Gene Set Enrichment Analysis.
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