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Supplementary Figure 1. GO enrichment analysis shows the cellular components and molecular function of 73 
overlapping genes. (A) GO enrichment analysis shows the intersection target genes in cellular components localization and the 
top 10 results were displayed. (B) GO enrichment analysis shows the intersection target genes in molecular function localization 
and the top 10 results were displayed. 
 

 

 
 

Supplementary Figure 2. The expression levels of MMP3, MMP9, TIMP1 and VEGFA in CRC cell lines were detected 
by qRT-PCR. 
 


