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SUPPLEMENTARY FIGURES 
 

 
 

Supplementary Figure 1. Examination of the association between an increase in Cardioembolic stroke exposure and the 
risk of DNA histone modifications-estimated phenotypes and Telomere length, utilising Inverse variance weighed, MR 
Egger, Simple mode, Weighted mode and Weighted median estimates. 
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Supplementary Figure 2. Examination of the association between an increase in Large-artery atherosclerosis stroke 
exposure and the risk of DNA histone modifications-estimated phenotypes and Telomere length, utilising Inverse variance 
weighed, MR Egger, Simple mode, Weighted mode and Weighted median estimates. 
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Supplementary Figure 3. Examination of the association between an increase in Small-vessel stroke exposure and the risk 
of DNA histone modifications-estimated phenotypes and Telomere length, utilising Inverse variance weighed, MR Egger, 
Simple mode, Weighted mode and Weighted median estimates. 

 



www.aging-us.com 4 AGING 

 
 

Supplementary Figure 4. Analysis of the association between DNA methylation-estimated phenotypes and Telomere 
length exposure and the risk of Cardioembolic stroke using Inverse variance weighed, MR Egger, Simple mode, Weighted 
mode and Weighted median estimates. 
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Supplementary Figure 5. Analysis of the association between DNA methylation-estimated phenotypes and Telomere 
length exposure and the risk of Large-artery atherosclerosis stroke using Inverse variance weighed, MR Egger, Simple 
mode, Weighted mode and Weighted median estimates. 
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Supplementary Figure 6. Analysis of the association between DNA methylation-estimated phenotypes and Telomere 
length exposure and the risk of Small-vessel stroke using Inverse variance weighed, MR Egger, Simple mode, Weighted 
mode and Weighted median estimates. 
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Supplementary Figure 7. Analysis of the association between DNA methylation-estimated phenotypes and Telomere 
length exposure and the risk of Stroke using Inverse variance weighed, MR Egger, Simple mode, Weighted mode and 
Weighted median estimates. 
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Supplementary Figure 8. Analysis of the association between DNA methylation-estimated phenotypes and Telomere 
length exposure and the risk of Ischemic stroke using Inverse variance weighed, MR Egger, Simple mode, Weighted mode 
and Weighted median estimates. 
 


