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Supplementary Figure 1. CAG screen for differentially expressed genes. (A) GSE153224 and GSE191139 datasets were subjected to
principal component analysis (PCA) for both sets of samples. (B) Differential genes were plotted in volcano plots. (C) Differential genes were
plotted in clustered heat maps. (D) Differential gene GO functional enrichment analysis. (E) Differential gene KEGG functional enrichment
analysis.
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