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SUPPLEMENTARY FIGURES 
 

 
 

Supplementary Figure 1 Consensus clustering analysis. (A) Represents the CDF curve when k = 2−10. (B) Represents the delta 
area fraction of the CDF curve when k = 2–10. (C) Represents the tracking chart when k = 2–10. (D) Represents the consensus values 
when k = 2–10. 
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Supplementary Figure 2. Differential expression and correlation analysis. (A) Heatmap of DEDRGs in cluster C1 and C2 subtypes. 

(B) Correlation analysis of DEDRGs in TCGA-THCA. (C) Heatmap of DEDRGs in GSE33630. (D) Correlation analysis of DEDRGs in GSE33630. 
* represents P < 0.05, *** represents P < 0.001, **** represents P < 0.0001, - represents no significant difference. 
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Supplementary Figure 3. Expression difference of the DEDRGs in the GEPIA database. Red represents tumor samples and gray 

represents normal tissues. 
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Supplementary Figure 4. Relationship between the DEDRGs and immune cell infiltration in the TIMER database. (A) FLNA; 

(B) IQGAP1; (C) MYH10; (D) ACTN1; (E) ZHX2; (F) INF2; (G) PDLIM1; (H) ME1. 

 

 

 


