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SUPPLEMENTARY FIGURES 
 

 

 
 

Supplementary Figure 1. Analysis of pathway enrichment and immune cell infiltration of the risk model. (A, B) The correlations 

between hub genes and 41 classical pathways. (C) The correlations between the two risk groups and hallmark pathways identified by GSVA. 
(D) Heatmap of immune cell expression in the TME in LUAD analyzed using multialgorithm, including existing data from TIMER and MCP-
counter. 
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Supplementary Figure 2. Analysis of potential therapeutic agents. (A, B) CTRP- and PRISM-derived compounds. (C, D) Results of 

differential drug response analysis of CTRP- and PRISM-derived compounds; the lower values on the y-axis of boxplots imply greater drug 
sensitivity. (E) The correlation between hub genes and sensitivity to chemotherapy. 


