SUPPLEMENTARY FILES

Supplementary File 1.-circSP3 overexpression plasmid structure and sequence.

The structure of circSP3 overexpression plasmid is as follows:

puUCori

SV40 pA”

Cloning site: Hindlll/BamHI

Gene length: 1360bp

The gene sequence of circSP3:
atgaccgctcccgaaaagceccgtgaaacaagaggaaatggetgecttggac
gtggatagcggcggeggeggtggeggeggeggeggecacggegagtate
tgcagcagcagcaacagcacggaaacggtgeggtggeggeggeagegge
ggcccaggacactcagccgtcaccgctegctetgetggecgcetacctgeage
aagatagggccgccatcgccgggegacgacgaggaggaggeggeegee
gcagccggggceccccgecgecgecggagegacaggtgatttggcttetgea
cagttaggaggagcaccaaaccgatgggaggttttgtcagccacacctacaa
ctataaaagatgaagctggtaatctagtccagattccaagtgetgctacttcaag
tgggcagtatgttcttccccttcagaatttgcagaatcaacaaatattttcegttge
accaggatcagattcatcaaatggtacagtgtccagtgttcaatatcaagtgata
ccacagatccagtcagcagatggtcagcaggttcaaattggtttcacaggctct
tcagataatgggggtataaatcaagaaagcagtcaaattcagatcattcctgge
tctaatcaaaccttacttgcctctggaacaccttctgctaacatccagaatctcat
accacagactggtcaagtccaggttcagggagttgcaattggtggttcatctttt
cctggtcaaacccaagtagttgctaatgtgectcttggtctgccaggaaatatta
cgtttgtaccaatcaatagtgtcgatctagattctttgggactctcgggeagttct
cagacaatgactgcaggcattaatgccgacggacatttgataaacacaggac
aagctatggatagttcagacaattcagaaaggactggtgagcgggtttctcetg
atattaatgaaactaatactgatacagatttatttgtgccaacatcctcttcatcac
agttgcctgttacgatagatagtacaggtatattacaacaaaacacaaatagctt
gactacatctagtgggcaggttcattcttcagatcttcagggaaattatatccagt
cgcctgtttctgaagagacacaggcacagaatattcaggtttctacagcacag
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cctgttgtacagcatctacaacttcaagagtctcagcagccaaccagtcaage

ccaaattgtgcaaggtattacaccacagacaatccatggtgtgcaagecagtg
gtcaaaatatatcacaacaggctttgcaaaatcttcagttgcagctgaatectgg
aacctttttaattcaggcacagacagtgaccccttctggacaggtaacttggea

aacgtttcaagtacaaggggtccagaacttgcagaatttgcaaatacagaatac
tgctgcccaacaaataactttgacgcctgttcaaaccctcacacttggtcaagtt
gcggceaggtggagecttcacttcaactccagttagtctaageactggteagtty
ccaaatctacaaacagttacagtgaactctatagattctgctggtatacagctac
atccaggagagaatgctgacagtcctgcagatattaggatcaaggaagaaga
acctgatcctgaagagtggcagctcagtggtgattctaccttgaataccaatga
cctaacacacttaagagtacaggtggtagatgaagaaggggaccaacaacat
caagaaggaaaaagacttcggagggtagcttgcacctgtcccaactgtaaag
aaggtggtggaagaggtaccaatcttgggaaaaagaagcaacacatttgtcat
ataccaggatgtggtaaagtctatgggaagacctcacatctgagagctcatctgy
cgttggcattctggagaacgcccttttgtitgtaactggatgtactgtggtaaaag
atttactcgaagtgatgaattacagaggcacagaagaacacatacaggtgaga
agaaatttgtttgtccagaatgttcaaaacgctttatgagaagtgaccaccttgc

caaacatattaaaacacaccagaataaaaaaggtattcactctagcagtacagt
gctggeatctgtggaagcetgcgegagatgatactttgattactgcaggaggaa
caacgcttatccttgcaaatattcaacaaggttctgtttcagggataggaactgtt
aatacttccgccaccagcaatcaagatatccttaccaacactgaaatacctttac
agcttgtcacagtttctggaaatgagacaatggagtaa
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Supplementary File 2. The miR-198 target predicted by the online database.

VCP CDHI11 CCND2
PAKG6 ADARBI1 DGCRS8
MSI2 SERPINF2 HMGAL1
DENND2D CDK6 PAPSS1
APBA2 DKK3 MYB
SHOX2 PTEN HOXALI
CSF1 PER2 ARHGEF9
ELAVLI1 NLK SMAD?2
CDK4 LARP1 CTBP2
POLR2E BIRCS FANCD2
NOVAI SP1 FUTS8
MAPREI1 DDRI1 PPP2RSE
BMF FOXIJ1 NTRK3
SPRY2 MET NCOR2
EGF SERPINAS BTG2
GPSM2 PAFAHI1BI1 SRC
SLC2A1 NEKS8 FASN
SETD4 BVES H2AFX
PCDH9 TLNI1 CNR1
CACNAL HDAC4 PEA15
OGT FRS2 SETDBI1
TNFRSF18 MSRI1 PDCDILG2
FTCD SPTBN1 CAPN2
HDGF PEG10 TNK2
PPP1IR9B PTPN1 HOXB13
PLAU TNRC6B ADAMI1
RADS2 IDS TFCP2
CD4 HFE POLD1
TRIM3 ARHGAP1 SORT1
ITGAS TLN2 CDKN2B
INPPL1 PPARA YWHAG
ASPH THBS1 MAP2K?7
STK17B CBL HDLBP
PSD3 ZEB2 BAG3
AMFR MLL2 TPM3
CTGF KRT14 PVR
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