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Supplementary Figure 1. Dual fluorescent antibodies, specific surface marker proteins cytokeratin-14 (CK-14) and p63, were
used to label the keratinocytes, and FACS was used to verify the purity of isolated primary keratinocytes, the 2™ passage,
and the 3" passage.

A

s100a8 promoter sequence (-999~+1):
CTGGGCTTCAGCTTCCTCGTCTGTACATTGGCTGGTTCAGCTCTCTGCCT
TCCTGAGAAGCATATTATGAAGCTTTTGTAAGATAATGTGGATGAAACCC
ACCCATATGAGAAATACTCCATAGACCTCTATAAACTGGCAGCCAGTTAA
TTCGAGTGGTATTCTACTGGGCTTGGGGATTGCACCTATGAATTCCTGGG
AATAAGCCCCTCTTCTTTTTCCCTTGGGCATGAGACTCACATGGACTCTC
CAAAATACTTGACCCCTCACCATCCTAGAGTTCACTCCTCTCTTCATCCC
AGGCTCCTGGGGACAAAGGTACAGTGACCATTCTGAGAGGCTGAAAGGGT
CTCTACTGTTATCATGCAGTGACTTAGTGGCAGCTGAGGGTGGACAGAAT
GAAGACCAGGAATTACATCCAAAGACTCAGGACATCCTTAGCTTTTAGAG
CAGAATGACCATTAAGAGTCACGGGCAGGTTAGGAATTTGTCCAACTCTT
GGGAATACAGCTATCCTCCAAAGACTGTACCTACCCATCTAAATAGAACC
CCATAGCAGTACTCCAAACTTTACTAATATCCAGTAGCTAGAACCAGCAA
TGTTTCTGAGGTCTTTGGTACTTTGAGAACTTGGAGAAGTTGTCTTTICT
ATGCACCCACACTCATACAGAAGCATACACCTTCAGTTCAGTTCAGTTCA
GTTCAGTTCAGTTCAGTTCAGTTCAGTTCAGTTCAGTTCAGAGGTAGACT
GGACATGAAGGCATTGGATCAGCAATGGATCCAATTAGGAGAGGGTTAAG
ATTGAGAGTCTGTTTAGATGCAGGGATGAGGTGCCAGGGGCCTAGACATG
GACTTATTGCCATGOCCCATCCTGATTCTTCCTGCTGGGTACTCCTGTCT
GGTAAATGTTCCAACACTCCCACTTCCTCAGACTCAGAAATGCTCACTGT
ACTCAGTGATTGCCACATGCACT TR & AAcAcAGGC TG ToGCAAC

B

$100a9 promoter sequence (-999~+1):
AGAAAATGCAAGCAAAGTAAGGGCTGAGGGTGGAACCCTTGATGCCCAGC
CCGCTGCCCCTGCCAGGCTACTAAAGAAACATTGCTTTCTGATGCATGTG
TAAAGGGTGACTTAATTAACCCCTGCCCCCAGGAAAGGATGTGAAAAAAG
ACTATCAGAGAGGTACAAGGAGAAAAGAGGAATAGAGAGATGGGATAAGA
AAAGAAAATAGAAGGAAATTTTTTATCAAAATATATTATATGAAAGTCAT
TGTTCTGTTTAGTTGTTATAGGCTAATAACAATCATTTTTTTTAATCAGC
TACCTTCTAGGATATAAGTTCCTAGGGGACATAAATGACAACTGGGAATA
GGATTTGGAAGAGTGACACTGAGAACCACTGAAGATAGCTCCCCTCTCAG
ATGCAAGGGGGAGAATGTAGTAGTAAATACCCTTAAAAAGAACTGGGATG
TCTGAGTACAGCCCCTGCTAGGTCACATGCTAGCTAAATGATCTTAAGTC
CCCTTCTGAACATAACATTCCTCTCCATTGGGAAAGAGCTACCACCTCTG
AGGAGCTTCTTAACACTAATTCCATTCAAGAACGCCATGAGGACCCCCTC
ACCCTTCCTCAAAGGAGCCAGGAAAACACATGAGAAGGCTCAGACCATAA
ACTCAGGGGATAGAGCCAGAATGAGATGGCCACAATGATTCGCCTGCCAC
CCTCTGTATATTACAAGTCAGGACAAGGAAATGAAAGGTATCAAAGATGG
CAGGTAGGCTGTCTTGCTTAAGATTTGGGCGGGCAGGGTTAGGGERAGG
TTGGATGGAAGGGAAGTGAGCCAACTAACCAGTTTCOCCCCAAACAAGCT
CCAAGCOCAC e T A TTTCACAAAACATCAGAGCTGTGTGAACATT
TCCTGCCCCACCCCAGCTCCCTGACTGTCAGAGTTACCACACTGCTCACC
TGTGAAGCAATCTTCCCCGAGATAACCATGTATCTAACAAGGAGCTGCCT

Supplementary Figure 2. Sequence analysis for the promoter region of s100a8 and s100a9 genes. (A) The position of PU.1
binding motif at s100a8 promoter region; (B) The position of PU.1 binding motif at s100a9 promoter region.
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