SUPPLEMENTARY FIGURES

A o0u

= B cells naive
= B cells memory
= Plasma cells
= Tcells CD8
80% T cells CD4 naive
= T cells CD4 memory resting
= T cells CD4 memory activated
- = T cells follicular helper
§ 60% = T cells regulatory (Tregs)
4 = T cells gamma delta
& = NK cells resting
2 = NK cells activated
= 40% = Mono
2 = Macrophages MO
= Macrophages M1
= Macrophages M2
20% = Denditic cells resting
= Dendritic cells activated
= Mast cells resting
= Mast cells activated
= Eosinophils
0% = Neutrophils
3
- £ 2
[ F. -1 o
g = % : 2
= B E-3 £ E
= - - g £ g & 2 ]
B g 3 s g g8 8% - g 3
k] z e 2 £ £ £ 3 2 2 5
235 2 £ 8 & 2 % 2%z 5% . & .8 B E
5 o & § = & 2« § § o ¢ @ & o « =2 & S © §
2 0 o 5 8 £ 3 = £ O £ £ &« O 3 & £ & £ E S
2 2 3 £ 2 § 85 § 8 2 £ = 3 2 8 g § g E 2 &
4 & 3 2 2 2 g = = 8 = =~ £ £ s =
8 8 « 8 8 § § 5 8 8 5§ 8 ¢« 8 ¥ 3 3§ 8 5 & 8
- - Z @ - =2 2 E Z + 0O @m Z - = Z = WU O @O ~ 1
T cells regulatory (Tregs)) 027 028 -0.13 -0.11 0.07 0.07 -0.21 =034 -0.05 ~0.21 -0.12 ~0.09 -0.15 -0.2 -0.17 0.17 0.08 018 0.2 -0.05
Tcells CD8 027 0.21 023 008 -0.1 -0.25-0.22-0.18 0 -0.06 0.08 -0.26 -0.13 ~0.42 ~0.12 -0.11 ~0.02 ~0.07
08
NK cells activated 0.28 0.27 043 -0.04 -0.05 ~0.3 -0.14 0.1 -0.14 ~0.28 —0.03 -0.08 ~0.08 ~0.26 ~0.11 0.05 0.05 -0.01
Plasma cells -0.13 0.16 -0.01 0.16 025 -0.12 ~0.17 =039 —0.18 ~0.12 0.07 -0.11 0.01 -0.07 -0.09 -0.22 ~0.06 -0.19 ~0.05 0.01
06
T cells follicular helper -0.11 0.21 027 016 033 -0.11 -0.16 -0.37 -0.18 0.26 0.21 013 0.04 -0.02 -0.17 -0.25 0.05 -0.11 0.03 0.05
Macrophages M1 0.07 023 013 025 -0.03 -0.35 -0.39 -0.05 0.11 0 001 0 -0.15-0.01 -0.19 -0.07 -0.02 0.03 0.11
Mast cells resting 0.07 0.09 -0.04 -0.12 -0.11 -0.03 0.06 0.18 -0.08 0.04 002 0.08 -0.04 0.3 -0.06 -0.19 -0.04 0 007 0.01 roos
Monocytes -0.21 -0.1 -0.05 -0.17 -0.16 ~0.35 n‘os. 023 004 009 007 004 004 -0.01 0 -02 -0.08 -0.03 ~0.06 ~0.11
Macrophages M2 -0.34 -0.25 -0.3 -0.39 -0.37 -0.39 0.18 023 -0.1 -0.01 -0.04 0.01 0.03 -0.06 0.16 -0.23 -0.07 0.06 -0.12 0.03 o2
T cells CD4 memory resting -0.05 -0.22 -0.14 -0.18 -0.18 -0.05 -0.08 0.04 -0.1 004 005 009 -D.05 -0.04 -0.06 -0.03 0.01 -0.2 -0.11
Dendritic cells activated -0.21 -0.18 0.1 -0.12 0.26 -0.11 0.04 0.09 -0.01 0.04 . 0.09 022 -0.02 -0.08 0.06 -0.17 -0.04 ~0.16 -0.06 ~0.06 F o
Beellsnaive -012 0 -0.14 007 021 0 002 007 -0.04 0.05 009 025 01 -006 0 -0.24 -0.08 -021 ~0.31 -0.1
NK cells resting -0.09 -0.06 -0.28 -0.11 013 0.01 0.08 004 001 009 022 025 0.06 -0.13 0.01 -0.02 0.02 -0.04 -0.11 -0.05 L -02
T cells CD4 memory activated 015 0.08 -0.03 0.01 0.04 0 -0.04 0.04 0.03 -0.05 -0.02 0.1 nm. 04 002 -0.13 -0.02 -0.05 ~0.07 0.08
Mast cells activated -0.2 -0.26 -0.08 -0.07 -0.02 -0.15 =03 -0.01 -0.06 ~0.04 ~0.08 -0.06 ~0.13 0.1 027 014 019 -0.05 0.04 -0.01 L 04
Neutrophils -0.17 -0.13 -0.08 -0.09 -0.17 -0.01 -0.06 0 016 ©0 006 0 001 002 027 —0.1 -0.04 0.04 -0.1 -0.01
Macrophages MO 0.17 ~0.42 -0.26 -0.22 ~0.25 -0.19 ~0.19 0.2 -0.23 -0.06 ~0.17 -0.24 -0.02 ~0.13 0.14 -0.1 . 0.06 042 -0.01 06
Eosinophils 0.08 -0.12 -0.11 ~0.06 0.05 -0.07 -0.04 -0.08 ~0.07 -0.03 ~0.04 ~0.08 0.02 -0.02 0.19 -0.04 0.24 -0.04 0.04 -0.01
Dendritic cells resting 0.18 -0.11 0.05 -0.19 -0.11 -0.02 0 -0.03 0.06 0.01 -0.16 -0.21 —0.04 —0.05 -0.05 0.04 0.06 -0.04 018 0.16
-08
B cells memory 0.2 -0.02 0.05 -0.05 0.03 0.03 0.07 -0.06 -0.12 -0.2 -0.06 -0.31 -0.11 -0.07 0.04 -0.1 0.12 0.04 0.18 022
T cells gamma delta -0.05 -0.07 -0.01 001 0.05 0.11 0.01 -0.11 0.03 -0.11 ~0.06 -0.1 -0.05 0.08 -0.01 -0.01 -0.01 ~0.01 0.16 n.zz.
-1
C Plasma cells D Macrophages M1 E T cells follicular helper F Neutrophils
ER T =4 ER
Law (n=56)
# .l g . g .
£ (p=001) g -
@ = @ 2 3 z
vz 4 8 8 w0 w2 o 2z 4 5 & W u
Time (year) Time (year) Time (year) Time (year)

Supplementary Figure 1. The varied proportions of 22 subtypes of immune cells in the tumor and normal samples. (A) The
relative percentage of 22 subtypes of immune cells. (B) The correlation between infiltrating immune cells in EOC tissues (C—F) KM curves to
compare the OS of high expression and low expression of plasma cells, macrophages, Tfh, and neutrophils, respectively.
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Supplementary Figure 2. Heatmap of 22 immune infiltration cells in the high- and low-risk groups of the EOC tissues.
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Supplementary Figure 3. The efficacy of signature in diverse subtypes according to the DEGs. (A) KM curve analysis of the high-
and low- groups in the “proliferative” subtype. (B) Time-dependent ROC curves analysis of the prognostic model in the “proliferative”

subtype.

www.aging-us.com

AGING



A TP53 mutation B BRCA1 mutation

T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0

Risk == High risk == Low risk Risk == High risk == Low risk
1.00 1.00
2 2
= 0.754 = 0.75
[] ]
=] o
e o
Q 0.50 o 0.50
2 E
2 gosd S 025
@ : p=3.599e-08 @ ’ p=2.213e-03
0.004 0.00
012 3 456 7 8 9 10111213 1415 012 3 456 7 8 910111213 1415
Time(years) Time(years)
‘E}‘;Highrisk 1231028047301811 7 2 1 1 0 0 0 0 O ﬁHighriSk 161613 5 4 2 1 0 0 0 0O 0 0 O O O
o Lowrisk{12310891 8261 4632231615 7 4 3 1 1 1 o Lowriski{1514 1411 9 7 5 4 2 2 1 1 1 1 1 1
012 3 456 7 8 9 10111213 1415 012 3 45 6 7 8 910111213 14 15
Time(years) Time(years)
C BRCA?2 mutation D
ROC curve
Risk == High risk == Low risk
o | T ——
1.00 T
,.""“’-«,.,,‘ Lo
= o | /I T
Z o075 S /
o] (
8 @ !
& o050 g o |
2 2 o
c B _
a 9% p-sssseos g o ﬂ o
5 o
0.004 =
01 2 3 4 5 6 7 8 9 10 11 12
. (oY)
Time(years) o 7
m—— AUC (TP53 mutation) =0.726
—— AUC (BRCAI mutation) = 0.784
HHghrisk{11 11 7 3 2 2 1 1 0 0 0 0 O o _ ——— AUC (BRCA2 mutation) = 0.874
o Lowriskqi17 15 15 13 12 10 9 8 7 v 3 3 2 =
6 7 8 9

0o 1 2 3 4 5

False positive rate

Supplementary Figure 4. The efficacy of signature in diverse subtypes according to the three significant genetic mutations.
(A—C) KM curve analysis of the high- and low-risk groups in samples with TP53, BRCA1, and BRCA2 mutations. (D) Time-dependent ROC
curves analysis of the prognostic model in samples with TP53, BRCA1, and BRCA2 mutations.
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