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Supplementary Figure 1. Nomogram model calibration curves: (A) 3-year calibration curve in the discovery phase; (B) 5-year
calibration curve in the discovery phase; (C) 3-year calibration curve in the validation phase; and (D) 5-year calibration curve in the validation
phase. The x-axis shows nomogram-predicted probability of survival, and the y-axis shows actual survival as estimated by Kaplan-Meier. Gray
line represents a perfect estimated outcome in an ideal model and perfect association with the actual outcome. Black line represents
estimated outcome of the model, and closer alighment with the gray line represents better performance.
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Pubmed was queried for the keywords “((Early stage) OR
(Stage I) OR (Stage Il)) AND (Lung Adenocarcinoma) AND
(Prognosis) AND ((Prediction) OR (AUC) OR (c-index)) ”

through 31 Mar 2019

A total of 110
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Supplementary Figure 2. Flowchart of systematic review.
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Supplementary Figure 3. The ROC curves of the prognostic model with chemotherapy information in sensitivity analysis.
Time-dependent receiver operating characteristic (ROC). ROC was used to evaluate the performance of prognostic models for 3-year (A) and
5-year (B) overall survival prediction in the discovery phase. ROC also was used to evaluate the performance of prognostic models for 3-year
(C) and 5-year (D) overall survival prediction in the validation phase. C: clinical model; C+M+G: clinical, DNA methylation, and gene expression
model.

Hazard Ratio Hazard Ratio
Subgroup TE SE Weight IV, Random, 95% CI IV, Random, 95% CI
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<65 0.78 0.1370 46.9% 2.18[1.67;2.85] ——
*
Total (95% CI) 100.0% 2.66 [1.85; 3.81] i
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Supplementary Figure 4. Hazard ratio of trans-omics biomarker risk score in elderly and young groups.
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Supplementary Figure 5. Time-dependent ROC curves in elderly and young groups. ROC curve was used to evaluate the
performance of prognostic models for 3-year (A) and 5-year (B) overall survival prediction.
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