Supplementary Figures
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Figure S1. The Figure shows the results of cross-lagged model models examining longitudinal associations between Hannum
DNAm age residuals and measured white blood cells (A), C-reactive protein (B), and CD4/CD8 t- cell ratios (C). Results for
metabolic syndrome severity factor scores can be found in Figure 1. Measures of metabolic and inflammatory markers were
residualized on age and sex (applicable to all figures). ***p < 0.005, **p < 0.01, **p < 0.05.
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Figure S2. The Figure shows the results of cross-lagged models examining longitudinal associations between Hannum DNAm
age residuals and Blood Pressure (A) and Blood Sugar (B) factor scores. Results for the Lipids/Obesity factor scores can be found
in Figure 1. ***p < 0.005, **p < 0.01, **p < 0.05.
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Figure S3. The Figure shows the results of cross-lagged model models examining longitudinal associations between Hannum DNAm
age residuals and measured white blood cells (A), C-reactive protein (B), CD4/CDS8 t- cell ratios (C), and metabolic syndrome severity
factor scores (D). ***p < 0.005, **p < 0.01, **p < 0.05.
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Figure S4. The Figure shows the results of cross-lagged model models examining longitudinal associations between Hannum DNAm
age residuals and C-reactive protein. lHannum DNAm age residuals for each time point were generated by regressing raw DNAm age
estimates on age, sex, and the top two ancestry PCs and saving the unstandardized residuals from this equation (estimated WBCs were
not included). ***p <0.005, **p < 0.01, **p < 0.05.

www.aging-us.com

18

AGING



	Figure S1. The Figure shows the results of cross-lagged model models examining longitudinal associations between Hannum DNAm age residuals and measured white blood cells (A), C-reactive protein (B), and CD4/CD8 t- cell ratios (C). Results for metaboli...
	Figure S2. The Figure shows the results of cross-lagged models examining longitudinal associations between Hannum DNAm age residuals and Blood Pressure (A) and Blood Sugar (B) factor scores. Results for the Lipids/Obesity factor scores can be found in...



